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having been reduced by as much as 80%. The
disease characteristically stunts the plant and
causes floral abortion. The objective of this study
is to detect presence of phytoplasmas in lulo
attacked by machorreo.

Introduction

Lulo or naranjilla (Solanum quitoense) is a
fruit with commercial potential for food
processing in Colombia. It is attacked by a
disease known as machorreo, the causal agent
of which has yet to be determined. The

disease is a serious constraint to lulo E

production in the country, with reports of Figure 1. Lulo or naranjilla
production (Solanum quitoense)

Figure 2. Diseases
symptoms caused by
phytoplasma, include
stunting and  floral
abortion.

Materials and

PCR. DNA, isolated from symptomatic plants, was
DNA fragments by PCR, using two pairs of universal
amplified by using nested PCR and employing othe
that phytoplasmas were associated with machorreo (Ta

ytoplasma group on the basis of patterns of RFLPs, the
were digested with enzymes Alul, Msel, Rsal, and Taql.
-amplifying R16F2/R16R2 products (0.8 kb), using a
er pair.

kb and 0.8-kb fragments were cloned and sequenced.
Table 1. Primers used in nested PCR, conducted to detect the pre lences determined that the phytoplasma was similar to

attacked by the phylody and virescense disease machorreo.
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Detection by PCR. Primers that gave the best
results are showed in table 2. The last primers
were specific to all the phytoplasmas of the 16Sr
III group (X-disease) (Figure 3). The expected
sizes in base pairs were obtained for each primer
in the lulo samples and the vinca and coffee
controls. The primers of the X-disease group
amplified only for the phytoplasmas obtained
from lulo and the coffee control. The vinca sample (%) y (%)
controls did not amplify for this region, . ‘ 100 75

suggesting an approximation to the group to a ON/R16R2 100 75

which the lulo phytoplasma would belong. 100 20

2/R1 (specific) 100 100

1 yellowing of leaves, noticeably reduced leaf size, and
nt. These symptoms are similar to those described for
smas (Oshima et al. 2001). The Vinca plants grafted with
nts had no symptoms.

PCR, conducted to detect the presence of phytoplasmas in lulo
ense disease machorreo
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