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Principal component analysis of genetic distances between cassava 
accessions from Guatemala, Brazil, Colombia and Nigeria
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Intra-population and inter-population estimates of genetic diversity parameters of cassava land races from 
different agro-ecologies of Guatemala, Brazil, Colombia, Nigeria

Ho: observed heterozygosity He: Average gene diversity Hec_p: Average gene heterozygosity corrected for small samples sizes
UPGMA tree of pair-wise FST data calculated 
between samples from the four different countries

DATA BASE

STADISTIC ANNALYSIS

The molecular diversity network of cassava (MOLCAS) comprises of scientists drawn from institutes in Africa, Latin 
America, Europe and the USA. In its four years of existence, MOLCAS has studied diversity of local varieties in 
Tanzania, Nigeria, Ghana, Uganda, Guatemala, Cuba, Peru, Sierra Leone and a subset of the World germplasm bank 
held at CIAT. The ultimate aim of these studies is to identify and exploit useful variability for increased crop 
productivity and value addition. 

Development of a Web Accessible Data Base for SSR Marker Assessment of Diversity of Local Cassava Varieties 


